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Amendments to the Claims are reflected in the listing of the claims which begins on 

page 2 of this paper. 

Remarks begin on page 7 of this paper. 

Listing of the Claims: 

This listing of claims will replace all prior versions, and listings, of claims in the 
appl ication. 

Claims 1-21 (cancelled) 

Claim 22 (currently amended): An isolated nucleic acid having at least 80% 
nucleic acid sequence identity to: 

(a) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO:83); 

(b) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO: 83), lacking its associated signal peptide; 

(c) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83); 

(d) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83), lacking its associated signal peptide; 

(e) the nucleic acid sequence shown in Figure 31 (SEQ ID NO:82); 

(f) the full-length coding sequence of the nucleic acid sequence shown in 
Figure 31 (SEQ ID NO:82); or 

(g) the full-length-coding sequence of the cDNA deposited under ATCC 
accession number 209621 ; 

wherein the polypeptide encoded by the nucleic acid is able to inhibit proliferation 
of stimulated T-lymphocytes . 

Claim 23 (currently amended): The isolated nucleic acid of claim 22 having at 
least 85% nucleic acid sequence identity to: 

(a) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO:83); 

(b) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO: 83), lacking its associated signal peptide; 

(c) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83); 
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(d) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83), lacking its associated signal peptide; 

(e) the nucleic acid sequence shown in Figure 31 (SEQ ID NO:82); 

(f) the full-length coding sequence of the nucleic acid sequence shown in 
Figure 31 (SEQ ID NO:82); or 

(g) the full-length-coding sequence of the cDNA deposited under ATCC 
accession number 209621 ; 

wherein the polypeptide encoded by the nucleic acid is able to inhibit proliferation 

of stimulated T-lvmphocytes . 

Claim 24 (currently amended): The isolated nucleic acid of Claim 22 having at 
least 90% nucleic acid sequence identity to: 

(a) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO:83); 

(b) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO: 83), lacking its associated signal peptide; 

(c) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83); 

(d) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83), lacking its associated signal peptide; 

(e) the nucleic acid sequence shown in Figure 31 (SEQ ID NO:82); 

(f) the full-length coding sequence of the nucleic acid sequence shown in 
Figure 31 (SEQ ID NO:82); or 

(g) the full-length-coding sequence of the cDNA deposited under ATCC 
accession number 209621; 

wherein the polypeptide encoded by the nucleic acid is able to inhibit proliferation 

of stimulated T-lymphocytes . 

Claim 25 (currently amended): The isolated nucleic acid of Claim 22 having at 
least 95% nucleic acid sequence identity to: 

(a) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO:83); 
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(W a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SE Q ID NO: 8 3 )"Sn g its associated signa, pep«,de; 

(c) a nucleic acid sequence encoding *e ex.racellu.ar domain o, the 
polypeptide shown in Figure 32 (SEQ ID NO: 83), 

(d) a nucleic acid — ^coding* — S peptlde; 
polypeptide shown in Figure 32 (SEQ iu nu. ° 



the nucleic acid sequence shown in Figure 31 (SEQ ID NO:82); 



m the full-.ength coding sequence of the nucleic acid sequence shown in 
Figure 31 (SEQ ID NO:82); or 

(B) the tull-length-coding sequence of the cDNA deposited under ATCC 

^ stimulated T-iymphocvtes. 



ThP isolated nucleic acid having at least 99% 
Claim 26 (currently amended). The isolated 

nucleic acid sequence identity to: 

(a) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO:83); 

(b) a nudeic acid sequence encoding the po, yP e P ,ide shown in Figure 
(SEQ ID NO: 83), lacking its associated signal peptide, 

(c) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83); 

(d) a nucleic acid sequence ^coding *e extracen —n of the ^ 
polypeptide shown in Figure 32 (SEQ ID NU. wj, 

. — i I— \ K I /~\ ,00\' 



(e) 



the nucleic acid sequence shown in Figure 31 (SEQ ID NO:82); 



(f) ,he ful,,eng«h coding sequence of the nudeic acid sequence shown in 
Figure 31 (SEQ ID NO:82); or 

, g) ,he full-iength-coding sequence of the cDNA deposited under ATCC 

nf Simulated T-iymphocvtes. 

Claim 27 (preyiously added): An isolated nudeic acid comprising: 
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(a) a nucleic acid stance encoding .he polypeptide shown in Figure 32 
(SEQ ID NO:83); 

(b) a nucieic acd sequence -coding the poiypep.ide shown in Figure 
(SEQ ID NO: 83), lacking its associated s,gnal pept.de, 

(e) a nucleic acid sequence encoding me extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83); 

(d) a nucleic acid sequence ^^^SSS^ P*** 
polypeptide shown in Figure 32 (SEQ ID NU. oj), 

(e) the nucleic acid sequence shown in Figure 31 (SEQ ID NO:82); 

(f) «ne full-length coding sequence of the nucleic acid sequence shown in 
Figure 31 (SEQ ID NO:82); or 

< g) the full-length-coding sequence of the cDNA deposited under ATCC 
accession number 209621 . 

lacking its associated signal peptide. 

Figure 32 (SEQ ID NO: 83). 

Cairn 31 (previous, a^ ^00^- = ' 

^^^^^^^ PePtide ' 

Claim 32 (previously added,: ^^Z^oTZm^ " 
comprising the nucleic acid sequence shown in F,gure <b 

, „m=hv The isolated nucleic acid sequence of Claim 27 

— acid sequence shown ,n 

Figure 31 (SEQ ID NO:82). 
accession number 209621 . 
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Claim 35 (previously added): An isolated nucleic acid that hybridizes to: 

(a) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO:83); 

(b) a nucleic acid sequence encoding the polypeptide shown in Figure 32 
(SEQ ID NO: 83), lacking its associated signal peptide; 

(c) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83); 

(d) a nucleic acid sequence encoding the extracellular domain of the 
polypeptide shown in Figure 32 (SEQ ID NO: 83), lacking its assoc.ated signal pept.de, 

(e) the nucleic acid sequence shown in Figure 31 (SEQ ID NO:82); 

(f) the full-length coding sequence of the nucleic acid sequence shown in 
Figure 31 (SEQ ID NO:82); or 

(g) the full-length-coding sequence of the cDNA deposited under ATCC 
accession number 209621 . 

Claim 36 (previously added): The isolated nucleic acid of Claim 35, wherein said 
hybridization occurs under stringent conditions. 

Claim 37 (previously added): The isolated nucleic acid of Claim 35 which is at 
least 10 nucleotides in length. 

Claim 38 (previously added): A vector comprising the nucleic acid of Claim 22. 

Claim 39 (previously added): The vector of Claim 38, wherein said nucleic acid 
is operaSy linked to control sequences recognized by a host cell transformed with the 
vector. 

Claim 40 (previously added): A host cell comprising the vector of Claim 38. 

Claim 41 (previously added): The host cell of Claim 40, wherein said cell is a 
CHO cell, an E. coli or a yeast cell. 
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